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Fig. S1. SDS-PAGE gel electrophoresis of purified protein. Protein was eluted twice with 50
mmol/L and 200 mmol/L imidazole elution buffer, respectively (from right to left on the gel).
Bands indicate that target protein content is much more abundant than that of other impurities.
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Fig. S2. Plot of unfolding force vs. the index of pulling cycles at force loading rate of 1 pN/s.
Degree of dispersion and distribution of unfolding forces are not significantly dependent on order
of stretching.



